Exhibit B 


Alignment between AX1 39747 (Carnosinase/CNl) and SEQ ID NO: 139 (HHPEN62) 

'MDPKXGRMAASLLAVLLLLLLERGMFSSPSPPPALLEKWQYIDLHQDEF 50 AX139747 (CN1) 

^PKLGRMAASLLAVLLLLLLERGMFSSPSPPPALLEKVFQYIDLHQDEF 50 SEQ ID NO: 1 39 

5 VQTLKEWAIESDSVQPVPI^RQELFRM]VLA.VAADTLQRLGARVASVDMG 100 AX139747 (CN1) 

5 VQTLKEWAIESDSVQPWRFRQELFRMMAVAADTLQRLGARVASVDMG 100 SEQ ID NO: 1 39 

101 PQQLPDGQSLPIPPVILAELGSDPTKGTVCFYGHLDVQPADRGDGWLTDP 150 AX139747 (CN1) 

101 PQQLPDGQSLPIPPVILAELGSDPTKGTVCFYGHLDVQPADRGDGWLTDP 150 SEQ ID NO: 1 39 

151 YVLTEVDGKXYGRGATDNKGPVLAWMAVSAFRALEQDLPVNIKFIIEGME 200 AX139747 (CN1) 
151 WLTEVDGKLYGRGATDNKGPVLAWn^AVSAFRALEQDLPVNIKTIffiGME 200 SEQ ID NO: 139 

201 EAGSVALEELVEKEKDRFFSGVDYIVISDNLWISQRKPAITYGTRGNSYF 250 AX139747 (CN1) 

201 EAGSVALEELVEKEKDRFFSGVDYWISDNLWISQRKPAITYGTRGNSYF 250 SEQ ID NO:139 

251 MVEVKCRDQDFHSGTFGGILHEPMADLVALLGSLVDSSGHILVPGrYDEV 300 AX139747 (CN1) 

25 WEVKCRDQDFHSGTFGGILHEPMADLVALLGSLVDSSGHILVPGIYDEV 300 SEQ ID NO: 1 39 

301 WLTEEEINTYKAIHLDLEEYRNSSRVEKFLFDTKEEILMHLWRYPSLSI 350 AX139747 (CN1) 

301 WLTEEEINTYKAIHLDLEEYRNSSRVEKFLFDTKEEILMHLWRYPSLSI 350 SEQ ID NO:139 

'^HGIEGAFDEPGTKTVIPGRVIGKFSIRLWHMNVSAVEKQVTRHLEDVF 400 AX139747 (CN1) 

351 HGffiGAFDEPGTKTVIPGRVIGKTSIRLWHMNVSAVEKQVTRHLEDVF 400 SEQ ID NO:139 

401 SI<RNSSNKMWSMTLGLHPW1ANIDDTQYLAAKR AX139747 (CN1) 

401 SKRNSSNKMWSMTLGLHPWIANIDDTQYLAAKRAmTVFGTEPDMIRDG 450 SEQ ID NO: 1 39 

451 STMAKMFQEIWKSWLIPLGAVDDGEHSQNEK^ AX139747 (CN1) 

451 STIPIAEMFQErVHKSVVLn > LGAVDDGEHSQNEKINRWNYffi SEQ ID NO:139 

501 FLEMAQLH AX139747 (CN1) 

501 FLEMAQLH SEQ ID NO: 1 39 


